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Tuesday 17th September       Mamilla Hotel 
 
Lecture 1 Darwin Devolves      Michael Behe 
 
Advances in sequencing technology over the past several decades have increasingly allowed beneficial 
mutations to be tracked down at the DNA level. Unsurprisingly in retrospect, most such beneficial mutations 
degrade or destroy pre-existing genetic functions. 
 

 
 
 
Lecture 2 Constraints on Protein Evolution    Brian Miller    
 
Douglas Axe has demonstrated that amino acid sequences corresponding to a functional beta-lactamase 
protein fold are extremely rare. Critics raised questions related to the accuracy of his analysis. This talk will 
describe how more recent research on the effects of mutations on the thermodynamic stability of protein folds 

has confirmed Axe’s result and its general relevance to most proteins. The presentation 
will also apply the results of an evolutionary time-scale study by Chatterjee et al., and 
will discuss the implications for the argument that co-option can explain the appearance 
of irreducibly complex molecular machines.   

 
 
Lecture 3  The Problem of Animal Body Plans  Stephen Meyer & Paul Nelson 
        
In his opening talk to the November 2016 Royal Society meeting on the “extended evolutionary synthesis”, 

evolutionary biologist Gerd Müller stated that Neo-Darwinism failed to explain the origin of animal body plans.  

To understand the reasons for this longstanding failure, which motivated many dissenters (such as William 

Bateson and Richard Goldschmidt) during the 20th century, and figures such as the late developmental biologist 

Eric Davidson and his paleontological collaborator Douglas Erwin in the 21st, we shall address the nature of 

developmental gene regulatory networks (dGRNs) in the Metazoa, and show why such networks resist 

undirected mutational modifications. Neo-Darwinism lacks the explanatory resources to explain animal 

macroevolution. Whether an “extended synthesis” will succeed in the future is doubtful, given current evidence. 

 
 

Michael Behe is Professor of Biological Sciences at Lehigh University in 
Pennsylvania and a Senior Fellow at Discovery Institute’s Center for Science and 
Culture. He received his Ph.D. in Biochemistry from the University of 
Pennsylvania in 1978. His current research involves delineation of design and 
natural selection in protein structures. He has authored over 40 technical papers 
and three books, Darwin’s Black Box: The Biochemical Challenge to Evolution; 
The Edge of Evolution: The Search for the Limits of Darwinism, and most 
recently, Darwin Devolves: The New Science of DNA That Challenges Evolution 
 

Dr. Brian Miller is Research Coordinator for the Center for Science and Culture at 

Discovery Institute. He holds a B.S. in physics with a minor in engineering from MIT and a 

Ph.D. in complex systems physics from Duke University. He speaks internationally on the 

topics related to the evidence for intelligent design in nature. His research focus is on 

how principles of thermodynamics require pre-existent information in the origin of life. 

Stephen C. Meyer received his Ph.D. in the philosophy of science from the University of 

Cambridge. A former geophysicist and college professor, he now directs Discovery 

Institute’s Center for Science and Culture. Meyer is author of the New York 

Times bestseller Darwin’s Doubt: The Explosive Origin of Animal Life and the Case for 

Intelligent Design and Signature in the Cell, a (London) Times Literary Supplement Book 

of the Year. In 2004, Meyer ignited a firestorm of media and scientific controversy when 

a biology journal at the Smithsonian Institution published his peer-reviewed scientific 

article advancing intelligent design. Meyer has been featured on national television and 

radio programs, including The Jim Lehrer News Hour, CBS Sunday Morning, NBC Nightly 

News, ABC World News, Good Morning America, Nightline, FOX News Live, Paula Zahn 

Now (CNN), and the Tavis Smiley Show on PBS. He has also been featured in two New York 

Times front-page stories and has garnered attention in other top national media. 



 

 
 
Lecture 4 Discontinuity in the Fossil Record     Günter Bechly  
 
 
The Neo-Darwinian theory of evolution predicts a gradual bottom-up pattern of appearances of new biological 
kinds in the fossil record. The actual fossil record strongly contradicts this gradualistic prediction and consistently 
shows discontinuities and abrupt appearances in all groups and all geological eras. To demonstrate that this is 
a general pattern and not restricted to the famous Cambrian Explosion, 18 more examples are provided from 
the origin of life to the “Big Bang” of the genus Homo. This accumulation of conflicting evidence can no longer 
be explained away as an artefact of under-sampling of an incomplete fossil record, as demonstrated by 
statistical analyses (collector’s curve). The evidence is better explained with pulses of infusion of information 
from outside of the system than with a purely mechanistic process. 

 
 
Lecture 5      A Mechanistic Approach to Intelligent Design    Michael Sherman  
 

 
The traditional approach towards evolution implies that similar mechanisms operate in different branches of 
the evolutionary tree and in organisms of different complexity. Here, I will overview genetic and embryological 
data that suggest that basic body plans have not evolved, but rather emerged most likely simultaneously 
(during the Cambrian explosion). I will present arguments that the body plans design process seems to have 
similarities to the human thinking process in utilizing abstract concepts. A different set of design mechanisms 
appears to operate in evolution of smaller adaptations. In the animal world these mechanisms could involve 
a design of epigenetic changes that may be translated into directed non-random mutations. Accordingly, the 
role of selection in evolution could be minimal. I will present our new data that support this hypothesis.  

Dr. Günter Bechly is a German palaeontologist, specialized on fossil insects. He is a Senior 

Fellow with Discovery Institute’s Center for Science and Culture and senior research 

scientist at Biologic Institute in Redmond, USA. Bechly earned his Ph.D. with summa cum 

laude from the University of Tübingen. He worked from 1999-2016 as curator for amber and 

fossil insects at the Natural History Museum in Stuttgart. He authored about 150 scientific 

publications and described more than 170 new species. He organized five large public 

exhibitions and served as science advisor for three nature documentaries by BBC and David 

Attenborough. 

Michael Sherman is Professor in the Department of Molecular Biology at Ariel University. He 

obtained his PhD from Moscow University, Russia. His research is focused on understanding 

the molecular mechanisms underlying the central role of the heat shock protein Hsp70 in 

cancer. In cancer, Hsp70 is often expressed at very high levels and its expression correlates 

with tumor aggression. His research group are developing small molecules that specifically 

target this regulatory function of Hsp70. Another research project investigates the process 

of aggregation of abnormal polypeptides which may cause cell toxicity. Special machinery 

transports these toxic aggregates to a centrosome location via microtubules. The resulting 

non-toxic single large aggregate is called aggresome. 

Dr. Paul Nelson studied evolutionary theory and the philosophy of science at the 

University of Chicago, where he received his PhD in 1998. Since that time, he has been a 

Fellow of the Discovery Institute and from 2004 to the present an Adjunct Professor in 

the Master of Arts Program in Science & Religion at Biola University. Paul has contributed 

chapters in the anthologies: Mere Creation, Signs of Intelligence, Intelligent Design 

Creationism and Its Critics, and Darwin, Design, and Public Education. He is a member of 

the Society for Developmental Biology and the International Society for the History, 

Philosophy, and Social Studies of Biology. 



 
Lecture 6     Generalized Genome Concept: Nomogenetic Aspects   Michael Golubovsky 
 
The generalized genome concept postulates that genomes of all eukaryotes consist of an ensemble of obligate 
elements (genes and their regulatory regions) and a hierarchy of intra and extrachromosomal facultative 
elements (FE). FEs comprise highly repeated and satellite DNA, mobile elements, retro-transcripts, 
pseudogenes, amplicons, additional chromosomes and various endosymbionts (viruses and bacteria). FEs can 
constitute up to 70% of the genome size. The abundance and intracellular topography of FEs differ in distinct 
cells, tissues and organisms. I suggest the term “variations” for diverse changes in the number or cell/tissue 
topography of FEs. Mutations and variations significantly differ in their occurrence. Variations may occur 
simultaneously in definite chromosome loci and are induced by non-mutagenic factors. The third class of 
heritable changes constitutes reversible dynamic or epigenetic modifications. Comparison of premises of 
classical and generalized genome structure and function shows divers non-Mendelian and non-Darwinian 
sources of evolutionary mechanisms. Cells as a whole and their genetic systems are capable to active adaptive 
genetic search. Cell/genome intellectual design is not only a metaphor. Cell “erudition” is created by potential 
repertoire of programs activating in definite conditions (as SOS repair system). I discuss the nomogenetic 
aspects of non-Darwinian evolution theories. 

 

 
Lecture 7      Brain Evolution - Stochastic vs Adaptive,   Itzhak Michaelevski 
   Mutually Exclusive or Additive?   
 
The neural system is the most sophisticated structure in the animal kingdom. Being developed from the simplest 

property of living cell to respond to alteration of the environmental conditions to multi-billion cellular formation 

assembled with trillions intercellular connections; the neural system evolution is the biggest enigma how in the 

world of the second law of thermodynamics such a complex structure could develop. Understanding of the 

neural system evolution and particularly, phylogenesis of the brain is a permanent collision of ideas of the 

stochastic phenomenon of the natural selection and ever-going adaptation with purpose-oriented 

gradation/degradation of specific regions and neural circuits. Here, the major focus of discussion will address 

the major issues of the brain regional, neural circuit, ontogenetic, behavioural and molecular aspects of 

conflicting evidences between Darwinian and epigenetic-based evolution.  

 

  

Professor Michael Golubovsky is a geneticist and historian of science, the author of 

more 200 scientific articles, books, a series of popular science essays. His research 

focuses on population genetics, mutation process, the theory of evolution, the human 

reproductive genetics, science history. In 1963, he graduated from Department of 

Genetics, St. Petersburg University. He then worked in the Institute of Cytology and 

Genetics in Akademgorogok (Novosibirsk). Last year, he was affiliated with Demographic 

Center of Duke University and University of California, Berkeley. In 2000, Golubovsky 

published the book: “The Century of Genetics: Evolution of Ideas and Concepts 

 

Professor Izhak Michaelevski is the head of the Integrated Brain Center within the 

Department of Molecular Biology, Faculty of Natural Science, Ariel University. His 

research interests encompass molecular and functional mechanisms of memory 

formation, information coding/decoding and understanding of processes underlying 

neurodegenerative diseases. As an independent investigator, Prof. Michaelevski started 

his research in Tel Aviv University in 2011 before moving to Ariel University in 2016. His 

post-doctoral research, conducted at the Weizmann Institute of Science and the 

University of California, San Francisco, encompassed the elucidation of molecular 

signalling mechanism affecting decision-making recovery or death upon neural injury. 

His Ph.D. was awarded with distinction from Tel Aviv University and dealt with 

elucidation of biophysical and molecular mechanisms of regulation of voltage-gated 

potassium channels in the pre- and post-synapses. 



Wednesday 18th September        Dan Panorama  

 
Lecture 8 Intelligent Design as an Explanatory Hypothesis         Stephen Meyer 
 

The theory of intelligent design has been formulated as the 
best explanation of several classes of evidence in biology, 
biochemistry, and physics. For example, proponents of the 
theory have proposed mind (or intelligence or agent 
causation) as the best explanation for (1) the fine-tuning of the 
laws and constants of physics and the initial conditions of the 
universe, (2) for the irreducible complexity of molecular 
machines and circuits found in living cells, (3) for the 
hierarchical top-down pattern of appearance of animal form in 
the fossil record, and (4) for the origin of the functional or 
specified information present in DNA, RNA, and proteins. 
These evidentially based arguments for intelligent design 
have a common logical structure utilizing a standard method 

of historical scientific reasoning known as the method of multiple competing hypotheses or inference to the best 
explanation. This talk will show how this method of reasoning has been used to advance intelligent design as a 
positive explanation for certain classes of physical and biological evidence. In so doing, it will also establish a 
framework for understanding how the postulation of intelligent design can help generate testable predictions 
and new hypotheses, the subject of the talk by Paul Nelson to follow. 
 
 
 
Lecture 9 Intelligent Design as Heuristic: Orphan Genes            Paul Nelson 
 
“Design triangulation” is a method of biological inference which, 

in practice, if not in name, is widely employed in molecular, cell, 

and developmental biology. Given the functional demands of a 

higher-level system, investigators search for the unknown, but 

causally necessary, lower-level elements of that system, 

“triangulating” to their existence from what is already known. As 

a heuristic for biological discovery, intelligent design (ID) uniquely 

justifies such a method, as only ID (out of all theoretical 

competitors) warrants the premise that the higher-level system is 

ontologically primary. ID can, and does, start its reasoning with 

the organism itself. Paul Nelson will illustrate this method by 

considering orphan and taxonomically restricted genes, a remarkable finding in the genomic era which has 

overturned previous evolutionary certainties. 

 
 
Lecture 10 Overlapping Genes: Unexpected Compression    Siegfried Scherer
  of Genetic Information in Bacteria           

 
Overlapping protein encoding genes are an extremely efficient way to compress 
genetic information. We demonstrate experimentally that these perplexing, counter-
intuitive constructs are more common in bacterial genomes than has been expected 
previously. It is speculated that their recent evolutionary emergence may be driven by 
a secondary design mechanism, related to a hitherto unknown optimality feature of the 
genetic code. 

 
  

Professor Siegfried Scherer PhD (Biology, University of Konstanz), is Head of the Chair of 

Microbial Ecology at the Department of Biosciences, Technical University of Munich. His 

research focus is on the molecular ecology of food borne bacteria, taxonomy and evolution. 



Lecture 11 Lipid Complexity                        Tony Futerman 

 
 
Lecture 12 Beauty as a Challenge to Neo-Darwinism             Ilya Rukhlenko 
 
Charles Darwin considered the problem of beauty in his chapter "Difficulties on Theory" of his work, "On the 
Origin of Species". In the first edition (1859) he writes: The foregoing remarks lead me to say a few words on 
the protest lately made by some naturalists against the utilitarian doctrine that every detail of structure has 
been produced for the good of its possessor. They believe that many structures have been created for the 
sake of beauty in the eyes of man, or for mere variety. Such doctrines, if true, would be absolutely fatal to my 
theory. Over many years, biology has garnered further evidence that aggravates the problem of beauty for 
Darwinism. A question arises whether real species variation can occur via a Darwinian process. 

 
 
Lecture 13 Understanding the History of Intelligent Design    Steve Fuller  

as a Guide to its Future  
 
The idea that there is ‘intelligent design’ to nature is arguably the main guiding assumption of modern science 
and was certainly behind what triggered the West’s Scientific Revolution in the seventeenth century. This idea 
is grounded in some understanding of the privileged position of human beings in nature, which was originally 
underwritten by humanity’s closeness to divinity in Abrahamic theology. The secular residue of this idea is 
‘intelligibility’, which suggests that our minds are capable of fathoming nature comprehensively – that is, beyond 
the level that is necessary for animal survival. Moreover, given the Biblical idea of humanity’s fallen nature, we 
may even be obliged to try to come up with such an understanding as part of our redemption. However, Darwin’s 
‘species egalitarian’ view of humans as merely one among equals in an animal kingdom impersonally governed 
by natural selection threatens this sort of justification for science. Darwin’s staunchest UK defender, T.H. Huxley 
understood this perfectly – and it continued to haunt successive generations of Huxleys. However, intelligent 
design has always been hobbled by its failure to deal squarely with the various scientific and metaphysical 
issues surrounding the idea of ‘divine agency’ in nature. These issues have less to do with the ‘facts’, which 
certainly point to Darwinism’s various inadequacies, than with intelligent design’s lack of a concerted vision – a 

‘paradigm’, if you will – of its positive research agenda. Here history may 
provide some clues in terms of the sorts of issues that need to be 
addressed. But they will require scientists and theologians working 
together in a way that goes beyond Darwin-bashing, which is all too easy. 

 

Tony Futerman is Professor of Biochemistry in the Department of Biomolecular Sciences, 

Weizmann Institute of Science, Rehovot, Israel. He has been studying the role of 

sphingolipids in heath and disease for ~30 years. He has published >250 papers, was an 

editorial board member of the Journal of Biological Chemistry for 10 years and has chaired 

two Gordon conferences. 

Professor Ilya Rukhlenko graduated with honors from Astrakhan State Pedagogical Institute in 

1992. In the same year he entered postgraduate studies at the Institute of Ecology of the 

Volga Basin of the Russian Academy of Sciences. In 1999 he defended his dissertation. Since 

2001 he has been Associate Professor at the Department of Bioecology at Volzhsky University.  

From 2002 to 2018, he has been Dean of the Faculty of Ecology at VUIT. In 2018, he moved to 

Moscow. Currently, he is not working for health reasons. Research interests: halophytic 

vegetation of Eurasia; evolutionary biology. Published 61 scientific and educational work. 

The past couple of decades has seen an explosion in our understanding of lipid 

complexity, particularly their roles in cell membranes. In this talk, I would like to 

suggest that lipids fulfil three of the criteria often used to support the design 

argument, namely specified complexity, irreducible complexity and fine tuning 

Steve Fuller is Auguste Comte Professor of Social Epistemology at the 

University of Warwick, UK. Originally trained in the history and philosophy of 

science at Columbia, Cambridge and Pittsburgh, he is the author of twenty-

five books. His most recent work has been concerned with the future of 

humanity and the future of the university – and their interrelationship. In 

2005 he testified as an expert witness for the defence in Kitzmiller v. Dover 

Area School District, the highest profile US court case relating to intelligent 

design. 



 
Lecture 14  The Design Parameters of the Universe    Gerald Schroeder 
 
According to growing numbers of scientists, the laws and constants of nature are so “finely-tuned,” and so many 
“coincidences” have occurred to allow for the possibility of life, the universe must have come into existence 
through intentional planning and intelligence. In fact, this “fine-tuning” is so pronounced, and the “coincidences” 
are so numerous, many scientists have come to espouse The Anthropic Principle, which contends that the 
universe was brought into existence intentionally for the sake of producing mankind. Even those who do not 
accept The Anthropic Principle admit to the “fine-tuning” and conclude that the universe is “too contrived” to be 
a chance event. 

 

 

Dr. Gerald Schroeder is a scientist with over thirty years of 

experience in research and teaching. He earned degrees at the 

Massachusetts Institute of Technology. This was followed by five 

years on the staff of the MIT physics department prior to moving 

to Israel, where he joined the Weizmann Institute of Science and 

then the Volcani Research Institute. His doctorate is in two 

fields: Earth sciences and physics. For the past twenty-five years, 

he has also pursued a study of ancient biblical interpretation. 

The uniqueness and success of Schroeder’s approach integrating 

biblical and scientific knowledge is demonstrated by the success 

of his first book Genesis and the Big Bang and the wide acclaim 

for his second book The Science of God which was Amazon’s 

bestselling book in the field of physics/cosmology for all of 1998.  


